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Use of STRmixTM Software 

1 Purpose 

The purpose of this document is to describe the use of STRmix™ for the analysis of DNA 
profiles generated using the PowerPlex® 21 profiling kit (PP21) and the creation of 
STRmix™ variance parameters. 

 
2 Scope 

This procedure applies to all scientists within Forensic DNA Analysis who perform the 
interpretation of DNA profiling results. Additional information can be obtained from the most 
current STRmix™ User’s Manual.  

 
3 Definitions 

H1 (named HP in STRmix™): Hypothesis on the numerator of the LR (includes POI) 
H2 (named HD in STRmix™): Hypothesis on the denominator of the LR (does not include 
POI) 
Deconvolution: the process of separating a DNA profile into genotype sets and their 
associated probability weightings 
LR: Likelihood Ratio 
EPG: Electropherogram 
CE: Capillary electrophoresis 
OL: Off-ladder allele 
LSAE: Locus specific allele efficiency 

 
4 STRmix™ versions 

The current STRmix™ version in use in Forensic DNA Analysis is v2.8.0. This version was 
implemented on 13 May 2021. 
 
STRmix™ v2.8.0 is backwards compatible with v2.6 and v2.7 and therefore it is acceptable 
for a case to contain a mix of v2.6, v2.7.0 and v2.8.0 deconvolutions and/or LRs. In the 
situation where a profile has been previously deconvoluted using STRmix™ v2.6 and/or 
v2.7.0 and subsequent reference samples are received, the LRs may be run in v2.8.0 using 
the initial deconvolutions.  
 

5 Software considerations 

STRmix™ is stored on local computer drives.  
 
STRmix™ cannot analyse DNA profiles that include text values such as OL or NR, nor can 
it analyse DNA profiles that contain mutations. 

 
6 Using STRmixTM to perform a deconvolution 

The main menu screen of STRmix™ is shown in Figure 1. The “Model Maker” and 
“Administration” functions are only to be used by high level users, e.g. scientists competent 
to train. 
 

Clicking the  icon will open the results folder. 
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